Greengram [Vigna radiata (L.) Wilczek] a short duration legume crop grown throughout the year, faces biological constraints like indeterminate growth habit, YMV incidence, pod shattering and low harvest index ultimately leading to low yield. Genetic variability parameters were studied in fifty one greengram genotypes raised during kharif 2017 in randomised block design with two replications. Observations were made for twelve biometrical traits. The estimates of PCV was higher than GCV for all the characters. Plant height, number of primary branches per plant, number of clusters per plant, number of pods per plant and single plant yield recorded high GCV estimates. High heritability was observed for plant height and 100 seed weight where as high genetic advance as percent of mean was recorded for petiole length, peduncle length, plant height, number of primary branches per plant, number of clusters per plant, number of pods per plant, 100 seed weight and single plant yield. High heritability coupled with high genetic advance as percent of mean was observed for plant height and 100 seed weight. The high degree of variability observed among genotypes for different yield contributing traits could be utilized in the breeding program for the improvement of greengram.
Introduction
Greengram (Vigna radiata L. Wilczek) is an excellent source of high quality protein having high digestibility. Serves as a good source of riboflavin, thiamine and ascorbic acid. Being a short duration crop, it fits well in intensive crop rotation and also grown for improving soil fertility as it fixes atmospheric nitrogen (30-40 kg/ha) (Tak et al., 2013) . Mainly grown as a rainfed crop under marginal and sub marginal conditions with poor nutrient management.
The genetic improvement in production and productivity of greengram has been very slow owing to several constraints. The extent of improvement expected by selection in any population depends on the nature and amount of genetic variability present in the population. Further, yield being a complex trait is highly influenced by environmental factors, hence genetic improvement of the traits can be achieved through a clear understanding of nature and amount of variability present in the breeding material for the component traits for yield and the extent to which these traits are heritable. Therefore, information on genetic parameters such as variance, coefficient of variation and heritability of desirable traits will help the breeder to evolve suitable cultivars. Hence, the present investigation on genetic variability studies on greengram was made.
Materials and Methods
The experimental material consisting of fifty one greengram genotypes were raised during kharif 2017 in Randomized Block Design with two replications in the field area of Department of Pulses, Centre for Plant Breeding and Genetics, Tamil Nadu Agricultural University, Coimbatore. Row to row and plant to plant spacing were 30 cm and 10 cm with a row length of 4 metres. Normal cultural practices were carried out as per standard recommendations. Observations were made on 12 biometrical characters which includes petiole length (cm), peduncle length (cm), plant height (cm), days to 50% flowering, number of primary branches per plant, number of clusters per plant, number of pods per plant, number of seeds per pod, pod length (cm), shelling percentage (%), 100 seed weight (g) and single plant yield (g) on three plants per genotype per replication except for days to 50% flowering which was computed on row basis. Genetic variability parameters were assessed based on the formula given by Burton (1952) . Heritability and genetic advance parameters were calculated according to Lush et al. (1940) and Johnson et al. (1955) .
Results and Discussion
The observations made on various yield and its attributing characters were presented on The analysis of variance (ANOVA) is useful in testing the significance as well as to estimate the different components of variance. All the genotypes exhibited significant difference (p < 0.01) for all the characters ( Table 2 ). The co efficient of variation revealed that the phenotypic coefficient of variation (PCV) is greater than the genotypic coefficient of variation (GCV) for all the characters under study indicating the environmental influence over the expression (Table  3) . This finding was in accordance with Mehandi et al. (2013) , Raturi et al. (2015) , Hemavathy et al. (2015) and Anand et al. (2015) in greengram. Traits viz., plant height, number of primary branches per plant, number of clusters per plant, number of pods per plant and single plant yield exhibited high GCV and PCV (>20%) estimates, signifying the existence of more variability and less environmental influence on these traits. The results obtained was in agreement with Itefa et al. (2014) for number of primary branches per plant and number of pods per plant in greengram, Alom et al. (2015) and Raturi et al. (2015) for single plant yield in greengram and Garg et al. (2017) for single plant yield and number of pods per plant in greengram. High PCV and moderate GCV (10-20%) values was observed for petiole length, peduncle length and 100 seed weight indicating these characters are highly influenced by environment. Traits viz., days to 50% flowering, number of seeds per pod, pod length and single plant yield exhibited low PCV and GCV values indicating lack of variability. Similar results was reported by Mehandi et al. (2013) and Makeen et al. (2007) for days to 50% flowering and pod length in greengram.
By estimating GCV alone, it is not possible to determine the amount of variation that is heritable hence, the heritable portion was determined by using heritable estimates (Pathak et al., 2011) . Heritability is an index for the transmission of characters from parents to offspring. Genetic advance is the genetic gain under selection. The estimates of heritability were environment specific (Shimelis and Rhandzu, 2010). Thus, selection made on the basis of heritability alone is likely to be misleading and it becomes necessary to determine the parameters under targeted production environment. Hence, selection of traits based on heritability and genetic advance as percent of mean is of great importance (Mehandi et al., 2013) . High heritability (>30%) coupled with high genetic advance as percent of mean (>20%) was observed for plant height and 100 seed weight, displayed the predominance of additive gene action which could be targeted for phenotypic selection and further genetic improvement through simple selection method. The findings was in agreement with 
